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CTGCAGTCTATTGGATGAAGAGTGTACATATTCATATAATTCTTAAAGTAGGCAGAAATTAAAG 
GGGATGGAAATATATACTTGTACTGCCTTAGATAGTCACCAGGATGTTGTTACAGTCTTCGTTT 
ACTGCTTCTGAAGCCTATACTGATAGAATTAATAAAATACTGAGAGAGAGAGAGAGGGACAGAG 
AGAGAGAGGGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAAGA 
GAAGAAAACAAGGTSAAGCCATCTGCTTAACTTATGTCCACATTCTCTCAAGAGCATTGTCCTA 
TTTGTAGAATTATCTATATTGTTAAGAATCATCTCCATTGTTAAGATTTTGTGGGCTGGAGATC 
CAGCTCTGTTGATAAAGTGCTTGCCTAACATGCATGAAGTCCTAGGTTCTATTCCCAAGGCTAC 
ATAAAACCTTGTGTTGTGATGAATGCCTGTAATCCCAGTACGCAGCAAGGAGAGACAAGGAGGA 
TCAGAAGCTTAAGGACATCATTTTGTACATAGTGAGTTTGAGGAAAGCTGAGGTTACATGGAAC 
TCTCTCTCTCTCAAAAACAAAACAAAACAAAACAAAACCTTCTACTAATATTCTGGATTCTGTT 
TGATTTTTAGGATCTCAAGAGCATGCTGACGTCATTTATGTGTTTCCATCAGATACAGACAGAG 
ATCATAAACATTTAACTCATTGATTATATGTTGAGAGTTGTCCCTCAAGAACCAATGGCCAAAC 
ATCCACTGAGGATACACGGAAGCTTAGAAAATCTCTAATTAAAATCCTGACATAATGGAAGTGC 
TCACAAACCAGCCAACACCTAATAAAACCAGTGGCAAGAGCAACAACTCGGCATTTTTCTACTT 
TGAATCCTGCCAACCCCCTTTTCTAGCCATACTCTTGCTACTCATAGCATATACTGTGATCCTA 
ATCATGGGCATTTTTGGAAACCTCTCTCTTATCATCATCATCTTTAAGAAACAGAGAGAAGCTC 
AAAATGTTACCAACATACTGATTGCCAACCTGTCCCTCTCTGACATCTTGGTGTGTGTCATGTG 
CATCCCTTTTACGGTCATCTACACTCTGATGGACCACTGGGTATTTGGGAACACTATGTGTAAA 
CTCACTTCCTACGTGCAAAGTGTCTCAGTTTCTGTGTCCATATTCTCCCTTGTGTTGATTGCTA 
TTGAACGATATCAGCTGATTGTGAACCCCCGTGGCTGGAAACCCAGAGTAGCTCATGCCTATTG 
GGGGATCATCTTGATTTGGCTCATTTCTCTGACATTGTCTATTCCCTTATTCCTGTCCTACCAC 
CTCACCAATGAGCCCTTTCATAATCTCTCTCTCCCTACTGACATCTACACCCACCAGGTAGCTT 
GTGTGGAGATTTGGCCTTCTAAACTGAACCAACTCCTCTTTTCTACATCATTATTTATGCTCCA 
GTATTTTGTCCCTCTGGGTTTGATTCTTATCTGCTACCTGAAGATCGTTCTCTGCCTCCGAAAA 
AG AAC T AGGC AGGTGG AC AGG AG AAAGGAAAAT AAG AGC CGTC TC AATG AG AAC AAG AGGGT AA 
ATGTGATGTTGATTTCCATCGTAGTGACTTTTGGAGCCTGCTGGTTGCCCTTGAACATTTTCAA 
TGTCATCTTCGACTGGTATCATGAGATGCTGATGAGCTGCCACCACGACCTGGTATTTGTAGTT 
TGCCACTTGATTGCTATGGTTTCTACTTGCATAAATCCTCTCTTTTATGGATTTCTCAACAAAA 
ACTTCCAGAAGGATCTAATGATGCTTATTCACCACTGTTGGTGTGGTGAACCTCAGGAAAGTTA 
TGAAAATATTGCCATGTCTACTATGCACACAGATGAATCCAAGGGATCATTAAAACTGGCTCAC 
ATACCAACAGGCATATAGAAACTGGTAAGCAAAATCAAAGCCCTTCTGTTATGAAAGAAAGAGA 
AGAAATAGTATGGAATAGGGCAAGGTGCAGAGGAAGCCAGACTTAAACACATAATATCTTTGGG 
CCCAGTTTTGCTTTAAGTTAAGCATGTCTACTCCATTCAGCCATAGAACACACAGAGATTTATC 
CCTACCCTTTCTTTTTTTCCTTTGGAAGAATAATAACTTAAACAACCTAGACATCATTACTGAG 
GAAGAGAACAAAAATGAGAGAGCATACAAGGACAGCAGAGATGTCTGGGGTACAAAATTCACGT 
TATTCGCTGGAATAGCTAGAAAGTTATTAGTTGTGCTGCAG (SEQ ID NO : 1 ) 
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underlined = deleted in targeting construct 

[ ] = sequence flanking Neo insert in targeting construct 



[CTGCAGTCTATTGGATGAAGAGTGTACATATTCATATAATTCTTAAAGTAGGCAGAAAT 
TAAAGGGGATGGAAATATATAC TTGTAC TGCC TTAGATAGTC ACC AGGATGTTGTTAC AG 
TC TTC GTTT AC TGC TTC TGAAGC C TAT AC TG ATAG AATT AATAAAAT AC TGAGAGAGAGA 
GAGAGGGACAGAGAGAGAGAGGGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA 
GAGAGAGAGAGAGAAGAGAAGAAAAC AAGGTS AAGC CATC TGC TTAAC TTATGTCC AC AT 
TCTCTCAAGAGCATTGTCCTATTTGTAGAATTATCTATATTGTTAAGAATCATCTCCATT 
GTT AAG ATTTTGTGGGC TGGAGATC C AGC TC TGTTG AT AAAGTGC TTGC C T AAC ATGC AT 
GAAGTCCTAGGTTCTATTCCCAAGGCTACATAAAACCTTGTGTTGTGATGAATGCCTGTA 
ATC CC AGTAC GC AGC AAGGAGAGAC AAGGAGGATC AGAAGCTTAAGGAC ATC ATTTTGTA 
CATAGTGAGTTTGAGGAAAGCTGAGGTTACATGGAACTCTCTCTCTCTCAAAAACAAAAC 
AAAAC AAAAC AAAAC C TTC T AC T AATATTC TGGATTC TGTTTG ATTTTT AGG ATC TC AAG 
AGCATGCTGACGTCATTTATGTGTTTCCATCAGATACAGACAGAGATCATAAACATTTAA 
CTCATTGATTATATGTTGAGAGTTGTCCCTCAAGAACCAATGGCCAAACATCCACTGAGG 
ATACACGGAAGCTTAGAAAATCTCTAATTAAAATCCTGACATAATGGAAGTGCTCACAAA 
CCAGCC ] AAC ACC TAAT AAAAC C AGTGGC AAGAGC AAC AAC TC GGC ATTTTTCTAC TTTG 
AATCCTGCCAACCCCCTTTTCTAGCCATACTCTTGCTACTCATAGCATATACTGTGATCC 
TAATCATGGGCATTTTTGGAAACCTCTCTCTTATCATCATCATCTTTAAGAAACAGAGAG 
AAGCTCAAAATGTTACCAACATACTGATT [ GCCAACCTGTCCCTCTCTGAC ATCTTGGTG 
TGTGTCATGTGCATCCCTTTTACGGTCATCTACACTCTGATGGACCACTGGGTATTTGGG 
AACACTATGTGTAAACTCACTTCCTACGTGCAAAGTGTCTCAGTTTCTGTGTCCATATTC 
TC CC TTGTGTTGATTGC T ATTGAAC G AT ATC AGCTGATTGTG AAC CC C C GTGGC TGG AAA 
CCCAGAGTAGCTCATGCCTATTGGGGGATCATCTTGATTTGGCTCATTTCTCTGACATTG 
TCTATTCCCTTATTCCTGTCCTACCACCTCACCAATGAGCCCTTTCATAATCTCTCTCTC 
CCTACTGACATCTACACCCACCAGGTAGCTTGTGTGGAGATTTGGCCTTCTAAACTGAAC 
CAACTCCTCTTTTCTACATCATTATTTATGCTCCAGTATTTTGTCCCTCTGGGTTTCATT 
CTTATCTGCTACCTGAAGATCGTTCTCTGCCTCCGAAAAAGAACTAGGCAGGTGGACAGG 
AGAAAGGAAAAT AAGAGC C GTC TC AATGAGAAC AAGAGGGTAAATGTGATGTTGATTTCC 
ATCGTAGTGACTTTTGGAGCCTGCTGGTTGCCCTTGAACATTTTCAATGTCATCTTCGAC 
TGGTATCATGAGATGCTGATGAGCTGCCACCACGACCTGGTATTTGTAGTTTGCCACTTG 
ATTGCTATGGTTTCTACTTGCATAAATCCTCTCTTTTATGGATTTCTCAACAAAAACTTC 
CAGAAG ] GATCTAATGATGCTTATTC ACC ACTGTTGGTGTGGTGAACCTCAGGAAAGTTA 
TGAAAATATTGCCATGTCTACTATGCACACAGATGAATCCAAGGGATCATTAAAACTGGC 
TCACATACCAACAGGCATATAGAAACTGGTAAGCAAAATCAAAGCCCTTCTGTTATGAAA 
GAAAGAGAAGAAATAGTATGGAATAGGGC AAGGTGC AGAGGAAGC C AGAC TTAAAC AC AT 
AATATCTTTGGGCCCAGTTTTGCTTTAAGTTAAGCATGTCTACTCCATTCAGCCATAGAA 
CACACAGAGATTTATCCCTACCCTTTCTTTTTTTCCTTTGGAAGAATAATAACTTAAACA 
ACCTAGACATCATTACTGAGGAAGAGAACAAAAATGAGAGAGCATACAAGGACAGCAGAG 
ATGTC TGGGGT AC AAAATTC AC GTT ATTCGC TGGAAT AGC TAGAAAGTT ATTAGTTGTGC 
TGCAG (SEQ ID N0:1) 
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Gene Sequence Structure 



846 bp 



Sequence Deleted 1047 bp 



Size of CDS: 2281 bp 




Targeting Vector* 
(genomic sequence) 

Construct Number: 2762 



Arm Length: 
5': 5 kb 
3': 0.5 kb 



5* arm 



LacZ-Neo 

Cassette 



3* aim 




— — Targeting Vector 
- - - - . Endogenous Locus 

* Not drawn to scale 



5 ■ > TTT AGGATC TC AAGAGC ATGC 
TGACGTCATTTATGTGTTTCCATC 
AGATACTGACAGAGATCATAAACA 
TTTAACTCATTGATTATATGTTGA 
GAGTTGTCCCTCAAGAACCAATGG 
C C AAAC ATCC AC TGAGGATAC AC G 
GAAGCTTAGAAAATCTCTAATTAA 
AATCCTGACATAATGGAAGTGCTC 
ACAAACCAGCCO' 
(SEQ ID NO: 2) 



5 1 >GCCAACCTGTCCCTCTCTGAC 
ATC TTGGTGTGTGTC ATGTGC ATC 
CCTTTTACGGTCATCTACACTCTG 
ATGGAC C AC TGGGT ATTTGGGAAC 
AC T ATGTGTAAAC TC AC TTCC T AC 
GTGCAAAGTGTCTCAGTTTCTGTG 
TCCATATTCTCCCTTGTGTTGATT 
GC TATTGAACGATATC AGC TGATT 
GTGAACCCCCGO' 
(SEQ ID NO: 3) 
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